Hoxc4-Hoxc13 0.36
Figure 2
Blastocysts Hoxd3-Hoxd13 0.422 Blastocysts GCR-Lnp 0.334
Figure 5 & S4
WT J1 Figure 1A) in WT, Ring1B-/-and Eed-/-cells grown in serum or 2i. Data are a biological replicate for the data in Figure 1 . h.s = p<0.0001. Details of statistical analysis are given in Tables S1 and S2. B. UCSC genome browser tracks (mm9 assembly of the mouse genome) showing the location on chromosome 11 of FISH probes used to measure compaction across the HoxB locus. Probe co-ordinates are given in Table S3 . (2)
Serum
(1) Figure 5E . B. As for (A) but for 3A3L cells. C. UCSC genome browser tracks (mm9 assembly) showing the location on chromosome 5 of FISH probes used to measure distal interactions across the Shh locus. Probe co-ordinates are given in Table S3 . Below are shown the H3K27me3 profiles for this region of the mouse genome in WT (Marks et al., 2012) and 3B3L mESCs grown in serum or 2i.
